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and community-associated (CA) infections worldwide. [1] Staphylococci evade immune system, through the production of a huge array of membrane damaging toxins such as of S. aureus causing SSTIs. [3, 4] Hence, the study was aimed to determine the prevalence of bi-component pore-forming toxins in S. aureus isolated from SSTIs. A total of 106 S. aureus isolates causing SSTIs obtained from tertiary care hospitals were included in this study. Screening of methicillin-resistant S. aureus (MRSA) was done using cefoxitin disc diffusion method and interpreted as per the CLSI guidelines (2015). DNA was extracted using QIAGEN DNeasy extraction kit (Qiagen, Germany) as per the manufacturer's protocol and using lysostaphin. A rapid triplex polymerase chain reaction (PCR; femA, mecA, lukS) was performed for the detection of MRSA and PVL gene. [5] Two different multiplex PCR procedures were employed to amplify gene fragments specific for LukE/LukD, LukM/ LukF-PV and Hlg, respectively. [6] [7] [8] S. aureus MW2 and S. aureus NCTC 7428 were used as positive controls. Of the tested isolates, 46% (n = 49) were found to be methicillin resistant by both cefoxitin disc diffusion method and mecA PCR. Among MRSA, 59% (n = 29) isolates were CA-MRSA and 41% (n = 20) were HA-MRSA. All the tested leukocidin genes were found to be negative in 38.6% (n = 41) of tested S. aureus isolates. Distribution of staphylococcal toxin genes in inpatients and outpatients is given in Table 1 . The gene lukS was the predominant leukocidin and was observed in 58.9% of MRSA and 41% of MSSA isolates. The incidence of infection with PVL-producing S. aureus was significantly higher in outpatients (69%) than from inpatients (17.3%). None of the isolates were positive for Hlg gene and lukM gene.
The combined toxin profile of lukS + lukE/D + lukM − hlg − was seen in two CA methicillin-susceptible isolates. The present study highlights the trend of increasing methicillin resistance and the high prevalence of genotype lukS + lukE/ D − lukM − hlg − among CA-MRSA isolates causing SSTIs. 
